Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.002 Å; R factor = 0.034; wR factor = 0.100; data-to-parameter ratio = 13.8.
In the title compound, C 16 H 13 ClN 2 O, the quinoline ring system is approximately planar [maximum deviation 0.021 (2) Å ] and forms a dihedral angle of 85.93 (6) with the pyridone ring. Intermolecular C-HÁ Á ÁO hydrogen bonding, together with weak C-HÁ Á Á andinteractions [centroid-to-centroid distances 3.5533 (9) and 3.7793 (9) Å ], characterize the crystal structure. 
Related literature

Data collection
Oxford Xcalibur Eos (Nova) CCD detector diffractometer Absorption correction: multi-scan (CrysAlis PRO; Oxford Diffraction, 2009) T min = 0.931, T max = 0.946 17649 measured reflections 2511 independent reflections 2088 reflections with I > 2(I) R int = 0.033 Refinement R[F 2 > 2(F 2 )] = 0.034 wR(F 2 ) = 0.100 S = 1.10 2511 reflections 182 parameters H-atom parameters constrained Á max = 0.16 e Å À3 Á min = À0.33 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the N1/C1-C3/C8/C9 ring. Data collection: CrysAlis PRO (Oxford Diffraction, 2009); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 1997); software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON (Spek, 2009) . and long reaction times. On the basis of the interesting structures and biological activities exhibited by several heterocyclic systems possessing quinoline and pyridinone nuclei, we have synthesized a quinoline coupled pyridinone, i.e. 1-[(2-chloro-8-methylquinolin-3yl)-methyl]-pyridine-2(1H)-one. The quinoline ring system (N1/C1-C3/C8/C9) of the title molecule in Fig. 1 is approximately planar, with maximum deviations of 0.021 (2) Å for C7, -0.021 (1) Å for N1 and 0.018 (2) Å for C5. It makes a dihedral angle of 85.93 (6)° with the pyridinone ring (N2/C11-C15). Intramolecular C-H···N, intermolecular C-H···O hydrogen bonding, together with weak C-H···π (Table 1) and π-π interactions [Cg1···Cg2(-x, 1/2 + y, 1/2 -z) = 3.5533 (9) Å and Cg2···Cg3(-x, -1/2 + y, 1/2 -z) = 3.7793 (9) Å, where Cg1, Cg2 and Cg3 are the centroids of the N1/C1-C3/C8/C9, N2/C11-C15 and C4-C9 rings, respectively], characterize the crystal structure. Fig. 2 shows the hydrogen bonding in terms of a packing diagrams of the title compound.
Experimental
To a vigorously stirred solution of 2-pyridinone (95 mg, 1 mmol, in 2 ml DMF) KO t Bu (112 mg, 1 mmol, in 10 ml THF) and 2-chloro-3-(chloromethyl)-8-methylquinoline (226 mg, 1 mmol) were added and the resulting mixture was refluxed at 343 K for 1 h. After the completion of the reaction it was cooled to room temperature and the excess of solvent was removed under reduced pressure. Crushed ice was mixed with the residue producing a white solid that was filtered and dried. Purification was performed by column chromatography using hexane and ethyl acetate (1:9) as the eluant. Crystals of suitable quality were grown by solvent evaporation from a solution of the compound in dichloromethane at room temperature.
Refinement H atoms were located geometrically with C-H = 0.93-0.97 Å and refined using a riding model, with U iso (H) = 1.5U eq (C) for methyl H and U iso (H) = 1.2U eq (C) for all other H atoms. 0.0446 (7) 0.0512 (7) 0.0485 (7) 0.0098 (6) 0.0006 (5) 0.0002 (5) N1 0.0289 (6) 0.0345 (7) 0.0311 (6) 0.0019 (5) 0.0023 (5) 0.0027 (5) N2 0.0289 (6) 0.0350 (7) 0.0354 (7) −0.0063 (5) 0.0027 (5) −0.0005 (5) C1 0.0295 (7) 0.0312 (8) 0.0269 (7) 0.0038 (6) −0.0021 (5) 0.0010 (6) C2 0.0258 (7) 0.0286 (7) 0.0298 (7) 0.0023 (6) 0.0000 (5) 0.0022 (6) C3 0.0297 (7) 0.0331 (8) 0.0286 (7) 0.0013 (6) 0.0038 (5) −0.0001 (6) C4 0.0464 (9) 0.0410 (9) 0.0347 (8) −0.0080 (7) 0.0020 (7) −0.0044 (7) C5 0.0568 (11) 0.0489 (10) 0.0433 (9) −0.0172 (9) −0.0076 (8) −0.0057 (8) C6
0.0423 (9) 0.0503 (10) 0.0570 (10) −0.0196 (8) −0.0006 (8) 0.0013 (9) C7 0.0345 (8) 0.0406 (9) 0.0466 (9) −0.0065 (7) 0.0036 (6) 0.0031 (7) C8 0.0293 (7) 0.0288 (8) 0.0341 (7) 0.0018 (6) −0.0005 (6) 0.0026 (6) C9 0.0314 (7) 0.0288 (8) 0.0314 (7) −0.0001 (6) −0.0001 (6) 0.0007 (6) C10 0.0358 (8) 0.0439 (9) 0.0299 (7) −0.0073 (7) 0.0017 (6) −0.0022 (6) C11 0.0366 (9) 0.0367 (9) 0.0556 (10) −0.0018 (7) 0.0006 (7) 0.0073 (8) 
